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<210> 1 

<211> 1143 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . • (1140) 



<400> 1 

atg gcc* tec ctt get gea gca aat gca gag ttt tgc tte aae etg tte 48 

Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Cys Phe Asn Leu Phe 
15 10 15 

aga gag atg gat gac aat caa gga aat gga aat gtg tte ttt tec tct 96 

Arg Glu Met Asp Asp Asn Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 

20 25 30 

etg age etc tte get gee etg gee etg gte ege ttg ggc get eaa gat 14 4 

Leu Ser Leu Phe Ala Ala Leu Ala Leu Val Arg Leu Gly Ala Gin Asp 
35 40 45 

gae tee ete tet eag att gat aag ttg ctt eat gtt aae act gee tea 192 

Asp Ser Leu Ser Gin lie Asp Lys Leu Leu His Val Asn Thr Ala Ser 
50 55 60 

gga tat gga aae tct tct aat agt cag tea ggg etc cag tct caa etg 24 0 

Gly Tyr Gly Asn Ser Ser Asn Ser Gin Ser Gly Leu Gin Ser Gin Leu 

65 70 75 80 

aaa aga gtt ttt tct gat ata aat gca tec cac aag gat tat gat ete 288 

Lys Arg Val Phe Ser Asp lie Asn Ala Ser His Lys Asp Tyr Asp Leu 
85 90 95 

age att gtg aat ggg ctt ttt get gaa aaa gtg tat ggc ttt eat aag 336 

Ser lie Val Asn Gly Leu Phe Ala Glu Lys Val Tyr Gly Phe His Lys 

100 105 110 

gac tac att gag tgt gcc gaa aaa tta tac gat gcc aaa gtg gag cga 384 



Asp Tyr lie Glu Cys Ala Glu Lys Leu Tyr Asp Ala Lys Val Glu Arg 
115 120 125 

gtt gac ttt acg aat cat tta gaa gac act aga cgt aat att aat aag 432 
Val Asp Phe Thr Asn His Leu Glu Asp Thr Arg Arg Asn lie Asn Lys 
130 135 140 

tgg gtt gaa aat gaa aca cat ggc aaa ate aag "aac gtg att ggt gaa 480 
Trp Val Glu Asn Glu Thr His Gly Lys He Lys Asn Val He Gly Glu 
145 150 155 160 

ggt ggc ata age tea tct get gta atg gtg ctg gtg aat get gtg tac 528 
Gly Gly He Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 
165 170 175 

ttc aaa ggc aag tgg caa tea gee tte acc aag age gaa ace ata aat 576 
Phe Lys Gly Lys Trp Gin Ser Ala Phe Thr Lys Ser Glu Thr He Asn 
180 185 » 190 

tgc cat ttc aaa tct cec aag tge tct ggg aag gea gtc gee atg atg 624 
Cys His • Phe Lys Ser Pro Lys Cys Ser Gly Lys Ala Val Ala Met Met 
195 200 205 

cat cag gaa egg aag ttc aat ttg tct gtt att gag gac cca tea atg 672 
His Gin Glu Arg Lys Phe Asn Leu Ser Val He Glu Asp Pro Ser Met 
210 215 220 

aag att ett gag etc aga tac aat ggt ggc ata aac atg tac gtt ctg 720 
Lys He Leu Glu Leu Arg Tyr Asn Gly Gly He Asn Met Tyr Val Leu 
225 230 235 240 

ctg cct gag aat gac etc tct gaa att gaa aac aaa ctg acc ttt cag 768 
Leu Pro Glu Asn Asp Leu Ser Glu He Glu Asn Lys Leu Thr Phe Gin 
245 250 255 

aat eta atg gaa tgg acc aat cca agg cga atg acc tct aag tat gtt 816 
Asn Leu Met Glu Trp Thr Asn Pro Arg Arg Met Thr Ser Lys Tyr Val 
260 265 270 

gag gta ttt ttt cct cag ttc aag ata gag aag aat tat gaa atg aaa 864 
Glu Val Phe Phe Pro Gin Phe Lys He Glu Lys Asn Tyr Glu Met Lys 
275 280 285 

caa tat ttg aga gee eta ggg ctg aaa gat ate ttt gat gaa tee aaa 912 
Gin Tyr Leu Arg Ala Leu Gly Leu Lys Asp He Phe Asp Glu Ser Lys 
290 295 300 

gca gat etc tct ggg att get teg ggg ggt cgt ctg tat ata tea agg 960 
Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr He. Ser Arg 
305 310 315 320 

atg atg cac aaa tct tac ata gag gtc act gag gag ggc acc gag get 1008 
Met Met His Lys Ser Tyr He Glu Val Thr Glu Glu Gly Thr Glu Ala 
325 330 335 

act get gee aca gga agt aat att gta gaa- aag caa etc cct cag tee 1056 
Thr Ala Ala Thr Gly Ser Asn He Val Glu Lys Gin Leu Pro Gin Ser 
340 345 350 



2 



acg ctg ttt aga get gac cac cca ttc eta ttt gtt ate agg aag gat 1104 
Thr Leu Phe Arg Ala Asp His Pro Phe Leu Phe Val lie Arg Lys Asp 
355 360 365 

gac ate ate tta ttc agt gge aaa gtt tct tgc cet tga 1143 
Asp lie lie Leu Phe Ser Gly Lys Val Ser Cys Pro 
370 375 380 



<210> 2 

<211> 1391 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(1215) 



<400> 2 

ggg gca gee gga aca gea gtt gga gee tgg gtg ctg gtc etc agt ctg 48 
Gly Ala Ala Gly Thr Ala Val Gly Ala Trp Val Leu Val Leu Ser Leu 
15 10 15 

tgg ggg gca gta gta ggt get caa aac ate aca gee egg att ggc gag 96 
Trp Gly Ala Val Val Gly Ala Gin Asn lie Thr Ala Arg He Gly Glu 
20 25 30 

cca ctg gtg ctg aag tgt aag ggg gee cec aag aaa cca cec cag egg 144 
Pro Leu Val Leu Lys Cys Lys Gly Ala Pro Lys Lys Pro Pro Gin Arg 
35 40 45 

ctg gaa tgg aaa ctg aac aca ggc egg aca gaa get tgg aag gtc ctg 192 
Leu Glu Trp Lys Leu Asn Thr Gly Arg Thr Glu Ala Trp Lys Val Leu 
50 55 60 

tct cec cag gga gga ggc cec tgg gac agt gtg get egt gtc ett cec 240 
Ser Pro Gin Gly Gly Gly Pro Trp Asp Ser Val Ala Arg Val Leu Pro 
65 70 75 80 

aac ggc tec etc ttc ett ceg get gtc ggg ate cag gat gag ggg att 288 
Asn Gly Ser Leu Phe Leu Pro Ala Val Gly He Gin Asp Glu Gly He 
85 90 95 

ttc egg tgc agg gca atg aac agg aat gga aag gag acc aag tec aac 336 
Phe Arg Cys Arg Ala Met Asn Arg Asn Gly Lys Glu Thr Lys Ser Asn 

100 105 110 

tac cga gtc egt gtc tac cag att cct ggg aag cca gaa att gta gat 384 
Tyr Arg Val Arg Val Tyr Gin He Pro Gly Lys Pro Glu He Val Asp 
115 120 125 

tct gcc tct gaa etc acg get ggt gtt cec aat aag gtg ggg aca tgt 432 
Ser Ala Ser Glu Leu Thr Ala Gly Val Pro Asn Lys Val Gly Thr Cys 
130 135 140 

gtg tea gag gga age tac cct gca ggg act ett age tgg cac ttg gat 480 
Val Ser Glu Gly Ser Tyr Pro Ala Gly Thr Leu Ser Trp His Leu Asp 
145 150 155 160 



3 



ggg aag ccc ctg gtg cct aat gag aag gga gta tct gtg aag gaa cag 528 
Gly Lys Pro Leu Val Pro Asn Glu Lys Gly Val Ser Val Lys Glu Gin 
165 170 175 

acc agg aga cac cct gag aca ggg etc ttc aca ctg cag teg gag eta 57 6 

Thr Arg Arg His Pro Glu Thr Gly Leu Phe Thr Leu Gin Ser Glu Leu 
180 185 190 

atg gtg acc cca gcc egg gga gga gat ccc cgt ccc acc ttc tec tgt 624 
Met Val Thr Pro Ala Arg Gly Gly Asp Pro Arg Pro Thr Phe Ser Cys 
195 200 205 

age ttc age cca ggc ett ccc ega cac egg gee ttg cgc aca gee ccc 672 
Ser Phe Ser Pro Gly Leu Pro Arg His Arg Ala Leu Arg Thr Ala Pro 
210 215 220 

ate cag ccc cgt gtc tgg gag cct gtg cct ctg gag gag gtc caa ttg 720 
lie Gin Pro Arg Val Trp Glu Pro Val Pro Leu Glu Glu Val Gin Leu 

225 230 235 240 

gtg gtg gag cca gaa ggt gga gca gta get cct ggt gga acc gta acc 7 68 

Val Val Glu Pro Glu Gly Gly Ala Val Ala Pro Gly Gly Thr Val Thr 
245 250 255 

ctg ace tgt gaa gtc cct gcc cag ccc tct cct caa ate cac tgg atg 816 
Leu Thr Cys Glu Val Pro Ala Gin Pro Ser Pro Gin lie His Trp Met 
260 265 270 

aag gat ggt gtg ccc ttg ccc ctt ccc ccc age cct gtg ctg ate etc 864 
Lys Asp Gly Val Pro Leu Pro Leu Pro Pro Ser Pro Val Leu lie Leu 
275 280 285 

cct gag ata ggg cct cag gac cag gga acc tac age tgt gtg gcc acc 912 
Pro Glu lie Gly Pro Gin Asp Gin Gly Thr Tyr Ser Cys Val Ala Thr 
290 295 300 

cat tec age cac ggg ccc cag gaa age cgt get gtc age ate age ate 960 
His Ser Ser His Gly Pro Gin Glu Ser Arg Ala Val Ser lie Ser lie 
305 310 315 320 

ate gaa cca ggc gag gag ggg cca act gca ggc tct gtg gga gga tea 1008 
He Glu Pro Gly Glu Glu Gly Pro Thr Ala Gly Ser Val Gly Gly Ser 
325 330 335 

ggg ctg gga act eta gee ctg gee ctg ggg ate ctg gga ggc ctg ggg 1056 
Gly Leu Gly Thr Leu Ala Leu Ala Leu Gly He Leu Gly Gly Leu Gly 
340 345 350 

aca gcc gcc ctg etc att ggg gtc ate ttg tgg caa agg egg caa cgc 1104 
Thr Ala Ala Leu Leu He Gly Val He Leu Trp Gin Arg Arg Gin Arg 
355 360 365 

ega gga gag gag agg aag gcc cca gaa aac cag gag gaa gag gag gag 1152 
Arg Gly Glu Glu Arg Lys Ala Pro Glu Asn Gin Glu Glu Glu Glu Glu 
370 375 380 

cgt gca gaa ctg aat cag teg gag gaa cct gag gca ggc gag agt agt 1200 
Arg Ala Glu Leu Asn Gin Ser Glu Glu Pro Glu Ala Gly Glu Ser Ser 
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385 390 395 400 

act gga ggg cct tga ggggcccaca gacagatccc at'ccatcagc tcccttttct 1255 
Thr Gly Gly Pro 



ttttcccttg aactgttctg gcctcagacc aactctctcc tgtataatct ctctcctgta 1315 
taaccccacc ttgccaagct ttcttctaca accagagccc cccacaatga tgattaaaca 1375 
cctgacacat cttgca 1391 



<210> 3 

<211> 3991 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (185) . . (3619) 



<400> 3 

aggccccacg ggacacagtg tcactggttt gaaacttctc agccaccttg gtgaagggac 60 

tgagctgtta gagacacttc tgaggctcct cacgcttggg tcttgttcac tccacggagt 120 

agcctagtca actgcaagag aacggagaac gttggatttg gagcagaagt gcaaagtctc 180 

agac atg get tgc ccc tgg aag ttt etc ttc aaa gtc aaa tec tac caa 229 
Met Ala Cys Pro Trp Lys Phe Leu Phe Lys Val Lys Ser Tyr Gin 
15 10 15 

agt gac ctg aaa gag gaa aag gac att aac aac aac gtg aag aaa acc 277 
Ser Asp Leu Lys Glu Glu Lys Asp lie Asn Asn Asn Val Lys Lys Thr 
20 25 30 

cct tgt get gtt etc age cea aca ata caa gat gac cct aag agt cac 325 
Pro Cys Ala Val Leu Ser Pro Thr lie Gin Asp Asp Pro Lys Ser His 
35 40 45 

caa aat ggc tec ccg cag etc etc act ggg aca gea cag aat gtt cea 373 
Gin Asn Gly Ser Pro Gin Leu Leu Thr Gly Thr Ala Gin Asn Val Pro 
50 55 60 

gaa tec ctg gac aag ctg eat gtg aca teg ace egt cea cag tat gtg 421 
Glu Ser Leu Asp Lys Leu His Val Thr Ser Thr Arg Pro Gin Tyr Val 
65 70 75 

agg ate aaa aac tgg ggc agt gga gag att ttg cat gac act ett cac 469 
Arg lie Lys Asn Trp Gly Ser Gly Glu lie Leu His Asp. Thr Leu His 
80 85 90 . 95 

cac aag gee aca teg gat ttc act tgc aag tec aag tet tgc ttg ggg 517 
His Lys Ala Thr Ser Asp Phe Thr Cys Lys Ser Lys Ser Cys Leu Gly 
100 105 110 

tec ate atg aac ccc aag agt ttg acc aga gga ccc aga gac aag cct 565 
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Ser lie Met Asn Pro Lys Ser Leu Thr Arg Gly Pro Arg Asp Lys Pro 
115 120 125 



acc cct ctg gag gag etc ctg cct cat gcc att gag ttc ate aac cag 613 
Thr Pro Leu Glu Glu Leu Leu Pro His Ala lie Glu Phe lie Asn Gin 
130 135 140 

tat tat ggc tec ttt aaa gag gca aaa ata gag gaa cat ctg gcc agg 661 
Tyr Tyr Gly Ser Phe Lys Glu Ala Lys lie Glu Glu His Leu Ala Arg 
145 150 155 

ctg gaa get gta aca aag gaa ata gaa aea aca gga ace tac cag etc 709 
Leu Glu Ala Val Thr Lys Glu lie Glu Thr Thr Gly Thr Tyr Gin Leu 
160 165 170 175 

act ctg gat gag etc ate ttt gcc acc aag atg gcc tgg agg aat gee 757 
Thr Leu Asp Glu Leu lie Phe Ala Thr Lys Met Ala Trp Arg Asn Ala 
180 185 190 

cct cge tgc ate ggc agg ate cag tgg tee aac ctg cag gtc ttt gac 805 
Pro Arg Cys lie Gly Arg lie Gin Trp Ser Asn Leu Gin Val Phe Asp 
195 ' 200 205 

get egg aac tgt age aea gca cag gaa atg ttt cag cac ate tgc aga 853 
Ala Arg Asn Cys Ser Thr Ala Gin Glu Met Phe Gin His lie Cys Arg 
210 215 220 

cac ata ctt tat gee acc aac aat ggc aac ate agg teg gcc ate act 901 
His lie Leu Tyr Ala Thr Asn Asn Gly Asn lie Arg Ser Ala lie Thr 
225 230 235 

gtg ttc ecc cag egg agt gac ggc aaa cat gac ttc agg etc tgg aat 949 
Val Phe Pro Gin Arg Ser Asp Gly Lys His Asp Phe Arg Leu Trp Asn 
240 245 250 255 

tea cag etc ate egg tac get ggc tac cag atg ecc gat ggc ace ate 997 
Ser Gin Leu lie Arg Tyr Ala Gly Tyr Gin Met Pro Asp Gly Thr lie 
260 265 270 

aga ggg gat get gee ace ttg gag ttc acc cag ttg tgc ate gac eta 1045 
Arg Gly Asp Ala Ala Thr Leu Glu Phe Thr Gin Leu Cys lie Asp Leu 
275 280 285 

ggc tgg aag ecc cge tat ggc cge ttt gat gtg ctg cct ctg gtc ttg 1093 
Gly Trp Lys Pro Arg Tyr Gly Arg Phe Asp Val Leu Pro Leu Val Leu 
290 295 300 

caa get gat ggt caa gat eca gag gtc ttt gaa "ate cct cct gat ctt 1141 
Gin Ala Asp Gly Gin Asp Pro Glu Val Phe Glu lie Pro Pro Asp Leu 
305 310 315 

gtg ttg gag gtg ace atg gag cat ecc aag tac gag tgg ttc cag gag 1189 
Val Leu Glu Val Thr Met Glu His Pro Lys Tyr Glu Trp Phe Gin Glu 
320 325 330 335 

etc ggg ttg aag tgg tat gca ctg cct gcc gtg gee aac atg eta ctg 1237 
Leu Gly Leu Lys Trp Tyr Ala Leu Pro Ala Val Ala Asn Met Leu Leu 
340 345 350 
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gag gtg ggt ggc etc gaa ttc cca gcc tgc ccc ttc aat ggt tgg tac 1285 
Glu Val Gly Gly Leu Glu Phe Pro Ala Cys Pro Phe Asn Gly Trp Tyr 
355 360 365 

atg ggc acc gag att gga gtt cga gac ttc tgt gac aca cag cgc tac 1333 
Met Gly Thr Glu lie Gly Val Arg Asp Phe Cys Asp Thr Gin Arg Tyr 
370 375 380 

aac ate ctg gag gaa gtg ggc cga agg atg ggc ctg gag acc cac aca 1381 
Asn lie Leu Glu Glu Val Gly Arg Arg Met Gly Leu Glu Thr His Thr 
385 390 395 

ctg gcc tec etc tgg aaa gac egg get gtc aeg gag ate aat gtg get 1429 
Leu Ala Ser Leu Trp Lys Asp Arg Ala Val Thr Glu lie Asn Val Ala 
400 405 410 415 

gtg etc cat agt ttc cag aag cag aat gtg acc ate atg gac cac cac 1477 
Val Leu His Ser Phe Gin Lys Gin Asn Val Thr He Met Asp His His 
420 425 430 

aca gcc tea gag tec ttc atg aag cac atg cag aat gag tac egg gee 1525 
Thr Ala Ser Glu Ser Phe Met Lys His Met Gin Asn Glu Tyr Arg Ala 
435 440 445 

cgt gga ggc tgc ccg gea gac tgg att tgg ctg gtc ect cca gtg tet 1573 
Arg Gly Gly Cys Pro Ala Asp Trp He Trp Leu Val Pro Pro Val Ser 
450 455 460 

ggg age ate ace cct gtg ttc cac cag gag atg ttg aac tat gtc eta 1621 
Gly Ser He Thr Pro Val Phe His Gin Glu Met Leu Asn Tyr Val Leu 
465 470 475 

tet cca ttc tac tac tac cag ate gag ccc tgg aag acc cac ate tgg 1669 
Ser Pro Phe Tyr Tyr Tyr Gin He Glu Pro Trp Lys Thr His He Trp 
480 485 490 495 

cag aat gag aag ctg agg ccc agg agg aga gag ate cga ttt aga gtc 1717 
Gin Asn Glu Lys Leu Arg Pro Arg Arg Arg Glu He Arg Phe Arg Val 

500 505 510 

ttg gtg aaa gtg gtg ttc ttt get tec atg eta atg cga aag gtc atg 1765 
Leu Val Lys Val Val Phe Phe Ala Ser Met Leu Met Arg Lys Val Met 
515 520 525 

get tea egg gtc aga gcc aca gtc etc ttt get act gag aca ggg aag 1813 
Ala Ser Arg Val Arg Ala Thr Val Leu Phe Ala Thr Glu Thr Gly Lys 
530 535 540 

tet gaa gca eta gee agg gac ctg gee ace ttg ttc age tac gcc ttc 1861 
Ser Glu Ala Leu Ala Arg Asp Leu Ala Thr Leu Phe Ser Tyr Ala Phe 
545 550 555 

aac acc aag gtt gtc tgc atg gac cag tat aag gca age acc ttg gaa 1909 
Asn Thr Lys Val Val Cys Met Asp Gin Tyr Lys Ala Ser Thr Leu Glu 
560 565 570 575 

gag gag caa eta ctg ctg gtg gtg aca age aca ttt ggg aat gga gac 1957 
Glu Glu Gin Leu Leu Leu Val Val Thr Ser Thr Phe Gly Asn Gly Asp 
580 585 590 
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tgt ccc age aat ggg cag act ctg aag aaa tct ctg ttc atg ctt aga 2005 
Cys Pro Ser Asn Gly Gin Thr Leu Lys Lys Ser Leu Phe Met Leu Arg 
595 600 605 

gaa etc aac cae ace ttc agg tat get gtg ttt ggc ctt ggc tee age 2053 
Glu Leu Asn His Thr Phe Arg Tyr Ala Val Phe Gly Leu Gly Ser Ser 
610 615 620 

atg tac ect eag ttc tgc gee ttt get eat gae ate gae eag aag ctg 2101 
Met Tyr Pro Gin Phe Cys Ala Phe Ala His Asp lie Asp Gin Lys Leu 
625 630 635 

tee cae ctg gga gee tct cag ctt gee eca.aea gga gaa ggg gae gaa 2149 
Ser His Leu Gly Ala Ser Gin Leu Ala Pro Thr Gly Glu Gly Asp Glu 
640 645 650 655 

etc agt ggg cag gag gat gee ttc cge age tgg get gta caa ace ttc 2197 
Leu Ser Gly Gin Glu Asp Ala Phe Arg Ser Trp Ala Val Gin Thr Phe 
660 665 670 

egg gca gee tgt gag ace ttt gat gtc cga age aaa eat cae att eag 2245 
Arg Ala Ala Cys Glu Thr Phe Asp Val Arg Ser Lys His His lie Gin 
675 680 685 

ate ceg aaa cge ttc act tec aat gca aca tgg gag eca eag caa tat 2293 
lie Pro Lys Arg Phe Thr Ser Asn Ala Thr Trp Glu Pro Gin Gin Tyr 
690 695 700 

agg etc ate cag age ccg gag ect tta gae etc aac aga gcc etc age 2341 
Arg Leu lie Gin Ser Pro Glu Pro Leu Asp Leu Asn Arg Ala Leu Ser 
705 710 715 

age ate eat gca aag aac gtg ttt acc atg agg ctg aaa tec cag cag 2389 
Ser lie His Ala Lys Asn Val Phe Thr Met Arg Leu Lys Ser Gin Gin 
720 725 730 735 

aat ctg eag agt gaa aag tec age cge ace ace etc etc gtt cag etc 2437 
Asn Leu Gin Ser Glu Lys Ser Ser Arg Thr Thr Leu Leu Val Gin Leu 
740 745 750 

acc ttc gag ggc age cga ggg ccc age tac ctg ect ggg gaa cae ctg 2485 
Thr Phe Glu Gly Ser Arg Gly Pro Ser Tyr Leu Pro Gly Glu His Leu 
755 760 . 765 

ggg ate ttc cea ggc aac eag acc gcc ctg gtg cag gga ate ttg gag 2533 
Gly lie Phe Pro Gly Asn Gin Thr Ala Leu Val Gin Gly lie Leu Glu 
770 775 780 

cga gtt gtg gat tgt ect aca cea cae caa act gtg tgc ctg gag gtt 2581 
Arg Val Val Asp Cys Pro Thr Pro His Gin Thr Val Cys Leu Glu Val 
785 790 795 . 

ctg gat gag age ggc age tac tgg gtc aaa gae aag agg ctg ccc ccc 2629 
Leu Asp Glu Ser Gly Ser Tyr Trp Val Lys Asp Lys Arg Leu Pro Pro 
800 805 810 815 

tgc tea etc age caa gcc etc acc tac ttc ctg gae att aeg acc ect 2677 
Cys Ser Leu Ser Gin Ala. Leu Thr Tyr Phe Leu Asp lie Thr Thr Pro 
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820 825 830 

ccc acc cag ctg cag ctQ cac aag ctg get cgc ttt gcc acg gac gag 2725 
Pro Thr Gin Leu Gin Leu His Lys Leu Ala Arg Phe Ala Thr Asp Glu 
835 840 845 

acg gat agg cag aga ttg gag gcc ttg tgt cag ccc tea gag tac aat 2773 
Thr Asp Arg Gin Arg Leu Glu Ala Leu Cys Gin Pro Ser Glu Tyr Asn 
850 855 860 

gac tgg aag ttc age aac aac ccc acg ttc ctg gag gtg ctt gaa gag 2821 
Asp Trp Lys Phe Ser Asn Asn Pro Thr Phe Leu Glu Val Leu Glu Glu 
865 870 875 

ttc cet tec ttg eat gtg eee get gee ttc ctg ctg teg cag etc ect 2869 
Phe Pro Ser Leu His Val Pro Ala Ala Phe Leu Leu Ser Gin Leu Pro 
880 885 890 895 

ate ttg aag ecc cgc tac tac tec ate age tee tec cag gae eae ace 2917 
lie Leu Lys Pro Arg Tyr Tyr Ser lie Ser Ser Ser Gin Asp His Thr 
900 905 910 

ecc teg gag gtt cac etc act gtg gee gtg gte ace tac cgc ace cga 2965 
Pro Ser Glu Val His Leu Thr Val Ala Val Val Thr Tyr Arg Thr Arg 
915 920 925 

gat ggt eag ggt ccc ctg cac cat ggt gte tgc age act tgg ate agg 3013 
Asp Gly Gin Gly Pro Leu His His Gly Val Cys Ser Thr Trp lie Arg 
930 935 940 

aac ctg aag ccc eag gae eca gtg ccc tgc ttt gtg cga agt gte agt 3061 
Asn Leu Lys Pro Gin Asp Pro Val Pro Cys Phe Val Arg Ser Val Ser 
945 950 955 

gge ttc eag etc cet gag gac ccc tec cag cet tgc ate etc att ggg 3109 
Gly Phe Gin Leu Pro Glu Asp Pro Ser Gin Pro Cys lie Leu lie Gly 
960 965 970 975 

cet ggt acg gge att get ccc ttc cga agt ttc tgg cag cag egg etc 3157 
Pro Gly Thr Gly lie Ala Pro Phe Arg Ser Phe Trp Gin Gin Arg Leu 
980 985 990 

cat gac tec eag cac aaa ggg etc aaa gga gge cgc atg age ttg gtg 3205 
His Asp Ser Gin His Lys Gly Leu Lys Gly Gly Arg Met Ser Leu Val 
995 1000 1005 

ttt ggg tgc egg eae eeg gag gag gae cac etc tat eag gaa gaa 3250 
Phe Gly Cys Arg His Pro Glu Glu Asp His Leu Tyr Gin Glu Glu 
1010 1015 1020 

atg eag gag atg gte cgc aag aga gtg ctg ttc cag gtg cac aca 3295 
Met Gin Glu Met Val Arg Lys Arg Val Leu Phe Gin Val His Thr 
1025 1030 1035 

gge tac tec egg ctg ccc gge aaa ccc aag gte tac gtt eag gae 3340 
Gly Tyr Ser Arg Leu Pro Gly Lys Pro Lys Val Tyr Val Gin Asp 
1040 1045 1050 

ate ctg caa aag cag ctg gcc aat gag gta etc age gtg etc cac 3385 
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lie Leu Gin Lys Gin Leu Ala Asn Glu Val Leu Ser Val Leu His 
1055 1060 1065 

ggg gag cag ggc cac etc tac att tgc gga gat gtg cgc atg get 3430 
Gly Glu Gin Gly His Leu Tyr lie Cys Gly Asp Val Arg Met Ala 
1070 1075 1080 

egg gat gtg get ace aea ttg aag aag etg gtg gee ace aag etg 3475 
Arg Asp Val Ala Thr Thr Leu Lys Lys Leu Val Ala Thr Lys Leu 
1085 1090 1095 

aac ttg age gag gag cag gtg gaa gac tat ttc ttc cag etc aag 3520 
Asn Leu Ser Glu Glu Gin Val Glu Asp Tyr Phe Phe Gin Leu Lys 
1100 1105 1110 

age cag aaa egt tat eat gaa gat ate ttc ggt gea gte ttt tec 3565 
Ser Gin Lys Arg Tyr His Glu Asp He Phe Gly Ala Val Phe Ser 
1115 1120 1125 

tat ggg gea aaa aag ggc age gee ttg gag gag ecc aaa gee aeg 3610 
Tyr Gly Ala Lys Lys Gly Ser Ala Leu Glu Glu Pro Lys Ala Thr 
1130 1135 1140 

agg etc tga cagcccagag ttccagcttc tggcactgag taaagataat 3659 
Arg Leu 



ggtgaggggc ttggggagae agegaaatgc aaccceccce aageccctea tgtcattcce 3719 

cectcctcca ccctaccaag tagtattgta ctattgtgga ctactaaatc tctctcctct 3779 

cctccctccc ctctctccct ttcctccctt cttctccact ccccagctcc ctccttctcc 3839 

ttctcctcct ttgcctctca ctcttccttg gagctgagag cagagaaaaa cteaacctcc 3899 

tgactgaage actttgggtg accaccagga ggcaecatgc cgeegctcta atacttaget 3959 

gcactatgta cagatattta tacttcatat tt 3991 



<210> 4 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 4 

cttctggcgt gtgaccggcg 20 



<210> 5 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
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<400> 5 

atcgaattct gagatcataa tccctgtggg atgc 

<210> 6 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 6 

agggacggag aaggagt 

<210> 7 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 7 

tcaccccaca gactgag 

<210> 8 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 8 ■ ■ 

gtgggctatg ggtttgtgga aggaga 

<210> 9 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 9 

cgatgtcaca tgcagcttgt 
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